The wiegmannii group of Liolaemus includes L. arambarensis, L. azarai, L. lutzae, L. occipitalis, L. multimaculatus, L. rabinoi, L. riojanus, L. salinicola, L. scapularis, L. wiegmannii, and the species described here. We used sequences of the mitochondrial cyt-b, 12S, and ND4, and the nuclear C-mos gene regions to infer the phylogeny of the majority of the species of the wiegmannii group. We describe a new species that is closely related to L. multimaculatus and L. riojanus, but can be distinguished by a different dorsal coloration, absence of suprascapular spots, and smaller size. Liolaemus cuyumhue sp. nov. lives in marked geographic isolation with respect to other closely-related species of the wiegmannii group.
Introduction
Liolaemus is the largest lizard genus of southern South America with more than 220 species described. Several species groups have been recently described based on molecular or morphological characters (e.g. Schulte et al., 2000; Morando 2004; Lobo 2001 Lobo , 2005 Avila et al. 2006; Abdala 2007) , and among these the wiegmannii group has been recognized as monophyletic based on morphological, behavioral, and molecular studies (Etheridge 1995 (Etheridge , 2000 Halloy et al. 1998; Schulte et al. 2000 , Avila et al. 2006 . Etheridge (1995, 
